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Biologist, Dr. rer. nat. 
 

Kathrin Theissinger 
 
Researcher and Lecturer 
 
Functional Environmental Genomics 
TBG, Senckenberg Research Institute 
 
 

 
 
 
 
 
 
 
Research interests & methods 
 
Biodiversity genomics 
Freshwater crayfish transcriptomics 
Metabarcoding of cryptic communities 
Conservation genetics 
 
 
Academic History 
 
Since 09/20 Postdoctoral researcher at LOEWE Centre for Translational 

Biodiversity Genomics, Senckenberg Biodiversity and Climate 
Research Centre, Frankfurt, Germany 

06/12 - present Team Leader “Conservation Genetics”, Institute of 
Environmental Science, University of Koblenz-Landau 

12/13 – 11/14 maternal leave 
26/08/11 PhD defense (Dr. rer. nat.) at the Institute of Molecular Ecology 

at the Johannes Gutenberg-University of Mainz, Germany. 
Thesis title: Comparative phylogeography of cold adapted 
freshwater insects in Europe 

04/11 – present Researcher and lecturer at the Institute of Environmental 
Science, University of Koblenz-Landau 

04/10 – 03/11 maternal leave 
07/07 – 03/10 PhD studies at the Institute of Molecular Ecology at the 

Johannes Gutenberg-University of Mainz, Germany, in 
cooperation with the Senckenberg Research Institute, 
Department of Limnology and Conservation, Germany.  
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09/06 - 06/07 Researcher at the Senckenberg Research Institute, Department 
of Limnology and Conservation, Germany 

08/06 Diploma degree in biology, Institute of Molecular Ecology, 
Johannes Gutenberg-University Mainz, Germany 

11/04 – 10/05 Diploma Thesis at the Institute for Applied Ecology, University of 
Canberra, Australia. Thesis title: Mating system in Flatback 
turtles (Natator depressus) 

10/00 – 10/04 Biological studies, Johannes Gutenberg-University Mainz, 
Germany 
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landscape permeability model for assessing the impact of agricultural 
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stonefly Arcynopteryx compacta (Plecoptera: Perlodidae). Molecular Ecology 
Resources, 9, 357-359. 
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