
 

Figure S1. Immunofluorescence and immunohistochemistry of m6A-related 

regulatory proteins in cerebral cortex and lower grade gliomas 



 

Figure S2. (A) The correlation diagram shows the correlation between six 

m6A-related miRNAs and m6A regulators. (B) Based on the online website SRAMP 

for prediction of m6A modification sites in MIMAT0004951 (MIR887). Principal 

component analysis between the low- and high-risk groups based on (C) 23 m6A 

genes, and (D) risk model based on the transcriptional profiles of the six m6A-related 

miRNAs in the TCGA database. (E) The scatter plot showed the ratio differentiation 

of m6A scores between the low- and high-risk groups 



 

Figure S3. Kaplan-Meier curves of OS differences stratified by age, gender, sample 

type, WHO grade, histological type, IDH status, and MGMT status between the low- 

and high-risk groups in the CGGA database. (A–G) Risk score differences stratified 

by age, gender, sample type, WHO grade, histological type, IDH status, and MGMT 

status between the low- and high-risk groups in the CGGA database. (H–N) 

Kaplan-Meier curves of OS differences stratified by age, gender, sample type, WHO 

grade, histological type, IDH status, and MGMT status between the low- and 

high-risk groups in the CGGA database 

 

 

Figure S4. Identification of novel candidate compounds targeting the m6A-related 

miRNA model. (A) A total of 104 compounds were screened for significant 

differences between the low- and high-risk groups. (B–F) The difference between the 

top 5 compounds in the low- and high-risk groups of LGGs 



 

Figure S5. Assessment of the prognostic risk model of the m6A-related miRNAs and 

clinicopathological characteristics in LGG in the TCGA database. (A) Univariate and 

multivariate analyses of the clinicopathological characteristics and risk score with the 

OS. (B) ROC curves of the clinical characteristics and risk score. ROC, receiver 

operating characteristic. AUC, area under the curve 
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Table S1. Evaluate whether there is a correlation between the risk model of 

m6A-related miRNA and other clinicopathological characteristics of LGGs 
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Table S2. Evaluation of the risk model of m6A-related miRNAs and other 

clinicopathological characteristics of LGGs using multivariate Cox regression 

analysis. ** At the 0.01 level (2-tailed), the correlation is significant. * At the 0.05 

level (2-tailed), the correlation is significant. c Since at least one variable is a constant, 

it cannot be calculated 


